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Roadmap

Week 1: Overview and expression array analysis
Week 2: Array preprocessing

Week 3: Copy nhumber arrays and meta-analysis

Week 4: SNP array preprocessing for CN estimation
Week 5: Array-based survival prediction

Week 6: MicroRNA target regulation

Week 7: Tiling array analysis

Week 8: Lineage-specific DNA sequence evolution
Week 9: Sequence-based prediction

Week 10: Validation in genomics
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SNP chips can be used to
determine copy number

Some sample figures based on a 250K SNP chip
showing deletions and amplifications

Fall 2007, BMI 209 Statistical Methods in Bioinfor matics: Case Studies

Size = 424 kb, Number of SNPs =118
Results using of dChip and GLAD.
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Size = 264 kb, Number of SNPs = 72
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Size = 168 kb, Number of SNPs = 55
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Refreshing our memories
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An Affymetrix chip

1 1.28 cm

1.28 cm > 1 million identical

25bp sequences

6.5 million unique probes/chip
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